Analysis of intermolecular interactions using purely geometric criteria can be misleading: the crystal structures of γ-and ε-glycine, which can be interconverted using high pressure, exhibit apparently ideal H-bonding geometry for dimers which nevertheless have repulsive interaction energies. Table S6 : Comparison of equivalent intermolecular energies (kJmol -1 ) in ε and γ glycine from calculations based on experimental coordinates determined for ε-glycine at 0.55 GPa and RT and γ-glycine at ambient pressure and RT (CSD refcode GLYCIN15). These data can be compared with those in Table 3 
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